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1I. Biosketch

As Group Leader of the Single Cell Genomics group at the Centro Nacional de Analisis Genomico
(CNAG) Dr. Heyn joins computational, technical and biological knowledge to establish and apply
best practices in single-cell and spatial research. His group combines collaborative research,
technology development activities and follows an independent research line of
translational/clinical cancer research. Dr. Heyn published 120 articles, including 107 original
research articles, 10 Reviews and 3 book chapters. His papers have been cited 17,975x, resulting
in an h-index of 59 (Google Scholar). Dr. Heyn was listed among the top Highly Cited
Researchers in 2022 (Clarivate). The EU (ERC and H2020) and the Chan Zuckerberg Initiative
support Dr. Heyn’s role in the Human Cell Atlas (HCA) Project, where he leads the atlas of the
B-cell lineage and contributes to the immune cell, pancreas and kidney atlases. He is co-chairing
the Standards and Technology Working Group of the HCA and hosted the 2019 Annual Meeting
in Barcelona. Dr. Heyn is also scientific co-chair and working group leader of the SpatioTemporal
Omics Consortium (STOC). National and international, public and private (pharma partners)
funding supports his work to determine the plasticity and dynamics of immune cells in cancer and
inflammation. Dr. Heyn previously contributed to several national and international research
consortia, including the European Epigenome (BLUEPRINT) and the Cancer Genome Atlas
(TCGA) Projects.

General quality indicators of scientific production

Number of peer-reviewed publications: 120

Total citations: 17,975
Citations last 5 years (2019-2024): 11,930
Active funding: 8.1IM EUR

PhD thesis supervised: 8 (5 ongoing)



1I1. Research Experience

2023-present Centro Nacional de Analisis Genomico (CNAG), Barcelona, Spain
Group Leader
Research group: Single Cell Genomics

2016-2023 Centro Nacional de Analisis Genémico,
Centre for Genomic Regulation (CNAG-CRG), Barcelona, Spain
Team Leader
Research group: Single Cell Genomics

2015-2016 Cancer Epigenetics and Biology Program (PEBC),
Bellvitge Institute for Biomedical Research (IDIBELL), Spain
Miguel Servet Researcher
Research group: Cancer Epigenetics (Dr. Manel Esteller)

2009-2015 Cancer Epigenetics and Biology Program (PEBC),
Bellvitge Institute for Biomedical Research (IDIBELL), Spain
Juan de la Cierva Postdoctoral Fellow
Research group: Cancer Epigenetics (Dr. Manel Esteller)

IV. Education

2005-2009 Hannover Medical School, Hanover, Germany
Doctor of Science
Mentor: Prof. Brigitte Schlegelberger, Dr. Carmela Beger

2003-2005 University of Bremen, Bremen, Germany
Degree in Biology
Mentor: Prof. Jorn Bullerdiek

2002-2003 University of Glasgow, Glasgow, United Kingdom
Erasmus Student
Mentor: Prof. Jeremy Mottram

1999-2002 University of Bremen, Bremen, Germany
Undergraduate Student
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SERPENTINE trial: Metastatic colorectal cancer, combinatory PDL1 and
CTLAA4 inhibitors.

Funding agency: AstraZeneca

PI: Holger Heyn; Amount: 1,615,157 €

Single-cell genomics to comprehensively understand healthy B-cell maturation
and transformation to chronic lymphocytic leukemia (BCLL@]as)

Funding agency: European Commission (ERC Synergy 2017)

PI: Holger Heyn

Amount: 4,042,622 € (Total: 8,333,331 €)

Decision on optimal combinatorial therapies in IMIDs using systems
approaches (DocTIS; SEP-210574908)

Funding agency: European Commission (SC1-BHC-02-2019)
PI/WP Leader: Holger Heyn

Amount: 1,065,750 € (Total: 6,260,050 €)

CLLSYSTEMS-(Epi)Genomic and microenvironment interactions driving
evolution in chronic lymphocytic leukemia. Targets for clinical intervention
(HR22-00172).

Funding agency: La Caixa Foundation

PI: Holger Heyn;

Amount: 379,398.10 €

AngioHeArt-Understanding and promoting the growth and regenerative
functions of blood vessels in heart disease (HR22-00316).

Funding agency: La Caixa Foundation

PI: Holger Heyn;

Amount: 162,360.00 €

Nueva inmunoterapia contra el cancer: bloqueo de la reprogramacion lipidica
basada en el mapeo de transcriptomas de metastasis: LipIMMUNE.
(PLEC2021-007654)

Funding agency: Ministerio de Ciencia e Innovacion (MCIN)

PI: Holger Heyn; Amount: 591,011 €

Fenotipado celular espacial de tumores para oncologia digital personalizada
(Ref. PID2020-115439GB-100)

Funding agency: Ministerio de Ciencia e Innovacion (MCIN)

PI: Holger Heyn; Amount: 314,600 €

T cell exclusion during cancer immune evasion and immunotherapy failure: cell
types, transcriptional programs and biomechanics (772/C/2019)

Funding agency: La Marat6 de TV3 Foundation

PI: Holger Heyn

Amount: 133,125 €

Charting SARS-CoV-2 entry factors in human tissues (reference 202112-31)
Funding agency: La Marat6 TV3 Foundation
PI: Holger Heyn; Amount: 200,000 €
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2019-2022 Developing tools and standards for integration of multidimensional HCA data
(HCA3-0000000191)
Funding agency: Chan-Zuckerberg Initiative (Human Cell Atlas project)
PI: Holger Heyn
Amount: 237,029 €

2020-2021 Human Cell Atlas of the Pancreas (ESPACE; 874710)
Funding agency: European Commission (SC1-BHC-31-2019)
PI/WP Leader: Holger Heyn
Amount: 907,436 € (Total: 4,962,495 €)

Clinical Trials:

Phase II, Open-Label Study of preliminary efficacy of Durvalumab (MEDI4736) in
Combination with Cediranib in Patients with Metastatic Uveal Melanoma. (CEDUVEAL-M;
GEM-1805)

Funding agency: Spanish Multidisciplinary Melanoma Group (2019-001045-40)

PI: Jose Maria Piulats (Role: Partner).

Phase II, Open-Label Study of Tislelizumab in Combination with CBDCA+Paclitaxel as
neoadjuvant therapy in Patients with Ovarian Cancer.

Funding agency: BeiGene

PI: Jose Maria Piulats (Role: Partner)

Phase II, Open-Label Study of preliminary efficacy of AloCelyvir in Patients with Metastatic
Uveal Melanoma (PULSE).

Funding agency: ISCIII

PI: Jose Maria Piulats (Role: Partner)

SERPENTINE trial: Metastatic colorectal cancer, combinatory PDL1 and CTLA4 inhibitors.

Funding: AstraZeneca
PI: Holger Heyn and Elena Elez (VHIO)
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VII. Scientific Activities

Scientific Co-founder:

As Scientific Co-founder of Omniscope, Dr. Heyn brings high-resolution profiling technologies
to clinical application, developing advanced diagnostics and therapeutics tools. Omniscope is a
Systems Immunology company providing solutions to detect diseases for interceptive medicine
and to develop next-generation cell therapies. Reading the immune system as universal sensor of
diseases, we envision Omniscope’s technologies to enable modern medicine and to disrupt current
practices in health care. Website: Omniscope.ai

Scientific Advisory Board.:

Genome Biology (ISSN: 1474-760X)

Clinical Epigenetics (ISSN: 1868-7083)

MiRXES (Singapore, mirxes.com)

Nanostring (Seattle, US, nanostring.com)

National Genomics Infrastructure (SciLifeLab, Sweden)
Single Cell Core (VIB, Belgium)

PERSIST-SEQ (IMI2 project)

4D-HEALING (ERACoSysMed; H2020)

Research Grant Reviewer:

ERC Advanced and Consolidator Grants (EU), NRC (Norway), The European Hematology
Association (EHA), The Research Foundation Flanders (FWO, Belgium), VIB Grand Challenge
Program (Belgium), The Israel Science Foundation (ISF, Israel), etc.

Journal Reviewer:

Nature, Science, Nature Genetics, Nature Biotechnology, Nature Reviews Genetics, Nature
Medicine, Nature Reviews Clinical Oncology, Genome Research, Genome Biology, Nature
Communications, PLoS Genetics, Aging Cell, Cancer Research, Bioinformatics, Clinical Cancer
Research, Clinical Epigenetics, Briefings in Functional Genomics, International Journal of
Epidemiology, Epigenomics, PLoS Computational Biology, Epigenetics, etc.

VIII. Invited Conference Presentations (last 5 year, selected)

Heterogeneity and Evolution in Cancer, CNIO, Madrid, Spain;
“Single Cell Genomics: From Sample to Cell Atlas”
23.-25. September 2019

Charité Single Cell Symposium, Berlin, Germany;
“Towards a High Quality Human Cell Atlas”
21.-22. November 2019

EMBL-EBI Industry Workshop on Single-cell multi-omics analysis, Cambridge, UK;
Keynote Lecture “"Standards and Guidelines for Cell Atlas Projects"
4.-5. December 2019

Euro BioC Conference 2020, Bioconductor Project, Virtual Meeting

Keynote Lecture “A spatially-resolved tumor immune cell atlas for precision immuno-
oncology”

14.-18. December 2020
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3rd ASEICA Educational Symposium, Virtual Meeting
“Intra-tumor heterogeneity and clonal evolution”
23-25. November 2021

ESMO Virtual Advanced Course on Innovation and Emerging Knowledge in Colorectal Cancer,
Virtual Meeting

Keynote Lecture: “Potential of single-cell sequencing in cancer research: focus on CRC”

13.-14. January 2022

The Advances in Genome Biology and Technology 2023 (AGBT), Miami, US
“Spatial Cellular Maps of Inflammatory Bowel Disease by Single-Molecule Imaging”
6.-9. Februar 2023

The Advances in Genome Biology and Technology 2024 (AGBT), Orlando, US
“Spatio-temporal dissection of colorectal cancer initiation using whole transcriptome imaging.”
5.-8. Februar 2024

IX. Teaching and Supervisory Activities
Students:

ITN Marie Sklodowska Curie PhD Student. Emanuele Pitino (since 2023) “SIGNATURE:
Single Cell in autoimmune diseases” University Pompeu Fabra (UPF), Barcelona, Spain

FPI PhD Student. Paula Nieto (since 2021) “Tumor immune microenvironment dynamics in
immuno-therapy”. University Pompeu Fabra (UPF), Barcelona, Spain

FPU PhD Student. Laura Jimenez Gracia (since 2020) “Integrative Single-cell Genomics to
Unravel Mechanisms and Targets in Autoimmune Pathologies”. Barcelona University (UB),
Barcelona, Spain

PhD Student. Sergio Aguilar Fernandez (since 2020) “Network analysis of single cell cluster
data using multi-omic analyses”. University Pompeu Fabra (UPF), Barcelona, Spain

PhD Student. Sonal Rashmi (since 2020) “Integrative multiomic analysis of chronic
lymphcytic leukemia at single cell resolution”. University Pompeu Fabra (UPF), Barcelona,
Spain

PhD Student. Marc Elosua Bayes (2019-2023) “Charting intra-tumoral heterogeneity dynamics
through the integration of multi-modal single-cell profiles”. University Pompeu Fabra (UPF),
Barcelona, Spain

FPI PhD Student. Ramon Massoni (2018-2023) “A highly resolved atlas of the B-cell lineage
in health and disease”. University Pompeu Fabra (UPF), Barcelona, Spain

ITN Marie Sklodowska Curie PhD Student. Atefeh Lafzi (2016-2020) “Computational

Strategies in Single Cell Analysis”, SINGEK consortium, Barcelona University (UB),
Barcelona, Spain
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Master of Science, Lecturer:

Master “Bioinformatics and Omics analysis”. 2012-2016, University of Vic, Vic, Spain
Master “Genetics”. 2017, University of Barcelona, Barcelona, Spain

Master “Molecular Biology” 2017, University of Barcelona, Barcelona, Spain

Master “Translational Medicine”. 2014-2022, University of Barcelona, Barcelona, Spain
Master “Epigenetics”. 2018-2022, University of Barcelona, Barcelona, Spain

Master “Bioinformatics™ 2020-2021, UPF, Barcelona, Spain

Master “Bioinformatics” 2020-2021, ISCIII/CNIO, Madrid, Spain
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